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A new molecular technique as a breast cancer diagnosis is attracting a great deal of
attention. In this research, I clarified relation between miRNA expression and
pathological biomarkers using breast cancer tissues. These main results of this research
are as follows: 1) LIN28 correlated with let—7 family 2) Identification of miRNAs related
with Ki—67, which is proliferation marker. and 3) Identification of miRNAs related with
HER2, which is targeting molecule for breast cancer therapy. The results from our research
suggest the possibility of the miRNA analysis as an novel diagnosis tool for breast cancer.
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