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WFZER SR OBEZE (3230) : In contrast to the methionine biosynthetic pathway of Cryptococcus
neoformans, that of cysteine remains largely unknown. Here we showed that C.
neoformans produces cycteine solely by the serine pathway.We identified the gene encoding
cysteine synthase and that encoding serine o-acetyl transferase. Each disruptant is viable
and requires cysteine. We designated the gene for cystein synthase CYSI7 and that for
serine-o-acetly transferase CYS2 Methionine practically did not suppport the growth of
the ¢ysID strain and cysteine did not support the growth of methione auxotroph metZD.,
indicating the both directions of the transsulfuration pathways are not functional in C.
neoformans. This result placed C. neoformans in the unique. position concerning with
sulfur amino acid metabolism. The c¢ysID strain lost pathogenicity against mice and
mammals do not have cysteine synthase, indicating that cysteine synthase,

serine-o-acetyltransferease as well, is a promizing candidate for drug development.
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