¥xXF-19

HEHREMRERX (FNARBRERBRE) HRARBSE

VR 2 545 H 3 1 HEBLE

HEAES : 24601

BRIEE : KBMHFHE

BFZSHAR : 2011~2013

MEEE . 23659425

BRBEL (F1X) HEEFHES H=XLAORFERE S X7 LAORIH

TR RE42 () New Transgenic Mouse System to Analyze Functional Mechanisms of
Transcription Factors
MERERSE
dJil{& (NAKAGAWA OSAMU)
ZREVERKE - £IGEFMETHEE - £
HEEZHES : 40283593

WFIER R OMEE (Fn30) -

HGR 71X, B rRBFAEERO DNA BANZHES T 5 L RIFIC, 28k 3— N —4
T (2777 4—), 7Ju~TF AERMiEEE LIRBEEGIREESTHY—F y MBIE RO FEL
FAENCE <, AR T, FERPEEHWTICETESERER S O Mass Spec [FIEX
ChIP-Sequence {£%1T 9 1% & LT, Tandem Affinity Purification (TAP) -tag % H\»
m CEREREICRIAARRR N AV sy I U RAKRIERT A L AR LT, 0D
Transgenic ~ 7 A (I fifas Fr LY - FEHIRr RIS TAP R TR -2 RBL9 5 2 & A AEE
ThV ., FRIURITHEO2WET LU in vivo 85 EF1EH A I = X LTI VD B GR
ELTHIfFEN D,

MR O EE (3 30) -

Transcription factors form multi-protein complexes with various partner proteins including
non-DNA binding co-factors and chromatin remodeling enzymes, and regulate expression
patterns of numerous target genes. In this study, we generated transgenic mouse lines
that express a transcription factor containing Tandem Affinity Purification (TAP)-tag.
These transgenic mice express TAP-tag proteins tissue-dependently in an inducible
manner, and are applicable to various experiments such as mass spec analyses of
transcriptional co-factors as well as ChIP-sequening of target genes. Such studies will
help dissection of molecular mechanisms of in vivo transcriptional regulation.
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