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Development of the biomarker for suicide prediction using the methylation at the gen
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To prevent the suicide in major depression, we measured the methylation levels at
the promoter of exon | of the brain-derived neurotrophic factor, Trk B receptor, serotonin transporter (5H
TT), and serotonin2c receptor gene in 50 patients with major depression and examined the possibility of th
e epigenetic biomarker for suicide prediction. We extracted DNA from peripheral blood and measured the met
hylation levels at the 149 CpGs in these 4 genes using MassARRAY system. No significant relationship betwe
en the methylation level of each CpG and the severity of suicidal idea evaluated by the Hamilton Rating Sc
ale for Depression was found. However, there were significant correlations betweeen the methylation levels

of SHTT CpGs and the sevirity of eraly adversities evaluated by the Early TRauma Inventry. Based on these
findings, it is postulated taht the methylation levels of CpGs in the 5HTT gene may be an appropriate bio

marker for suicide prediction.
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