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WFFE R OBESE (3£30) : Aplatinumagent, cisplatin (CDDP) plus S—1 is the standard regimen
for unresectable or recurrent gastric cancer. However, grade 3/4 adverse events are
frequently observed in patients received with CDDP based regimen. Oxaliplatin (L-OHP)
is a third—-generation platinum compound and the non—inferiority of L-OHP-based regimens
to CDDP-based regimen was demonstrated in large phase 111 study for esophagogastric cancer.
Furthermore, L-OHP is associated with less toxicity and better tolerability, especially
in older patients and significant survival benefit over CDDP. In the current study, we
examined the expression of the novel genes regulating the sensitivity for platinum agents
in clinical samples and whether these genes expression is associated with the sensitivity
to CDDP using by clinical samples.
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