BxXF-109

MPHEEDRER (FHRBMRAEEBRE) HERRBREE

Rk 2 54 3 H 31 HEULE

HEES: 20101
HEIEE  BKERIBESEARE
I HAR : 2011~2012
RBEES 23659658
ZERES (F0X) VDMA-pS3 HHE(ERZ N FIEM & LI-EFHNLEAARBRRFIDER
HEiEER (FEX) High-throughput screening for peptides that inhibit the interaction
of MDM4 with p53.
MERKRE
B2 [EZE (TOKINO TAKASHI)
FLIRERIKE - EZ2H - R
HEEHES: 40202197

MR OB EE (Fn30)
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e RO EE (330) : It is currently of great medical interest to inhibit specific
protein—protein interactions between MDM4 and p53. Here, we developed a method using T7
phage display to screen for candidate inhibitors of MDM4—p53 interactions. In primary
screening, we identified novel peptide motifs that inhibit the interaction of MDM4 with
pb3. Then, we designed a number of peptides that are predicted to have higher affinity
to MDM4, and identified potential peptides that inhibit the interaction between MDM4 and
pb3 with higher affinity.
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