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AMFFED B HIEKREIRIE D miRNA OFEBLZ MR L. miRNA 2 W CRENREIC BT 2
#7272 % biomarker ZAEMT 2 Z & TH DA, EFIIEMRENRIEEERLFL > © miRNA Z HE7ERY
WCHIH U, B KEMREE(CIEHL L T D miRNA & BT L7z, ZOfEE, KJE, fibrosis,
MAA WD proliferation (ZBAE# 2% miRNA FEBLE AN IEH KEIREE & ik L, AEIC EA LT
Weo ETo. FORFRAICHEBLIT D miRNA EREREICRBLT D RIEMEY A M A L EORICHE
IAHBBR RO D Z L B o Tz, TORFEEFE 2 target miRNA ZIE L, JE KBRS
BEOMEPICB VT, BRI THE L7z target miRNA D 3EH1% real time PCR 1% VT
Britz, ToOfER, KEEEEOMTIZHB N TRIELZ 2> hr—/LF % miR-124a, miR-155,
miR-223 @ miRNA, fibrosis Z #1925 miR-29b @ miRNA DR B EIIAEITE T LTz,

MR OBEE (3530 -

This study examined tissue— and plasma—microRNAs specifically associated with AAA. AAA
and normal wall tissues were sampled from patients undergoing AAA repair and aortic valve
replacement surgery, respectively. MicroRNA expression was assessed by high—throughput
microRNA arrays and validated by real-time PCR for individual microRNAs that showed
significant expression differences in the initial screening. MicroRNAs related to fibrosis
(miR-29b), inflammation (miR—124a, miR-146a, miR-155 and miR-223), and endothelium
(miR-126, let-7 family members and miR-21) were significantly upregulated in AAA tissue.
Expression levels of monocyte chemoattractant protein—1 and miR-124a, 146a and 223, tumor
necrosis factor—a and miR-126 and 223, and transforming growth factor—f and miR-146a
showed a significant negative correlation. Expression of microRNAs, such as miR—29b,
miR-124a, miR-155 and miR-223, upregulated in AAA tissue was significantly reduced in
plasma of AAA patients compared to healthy controls and coronary artery disease patients.
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