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Identification of genes involved in flower longevity
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In this study, we performed comparative expression analysis by using RNA-Seq and
RT-gPCR methods in the petals of morning glory and revealed that transcription factor gene, InNAP, and
ethylene-related genes were associated with the strain difference of flower longevity. We also confirmed
that several genes involved in the control of petal senescence by using transgenic plants which reduced

expression of 14-3-3 ﬁrotein gene, INPSR42. In addition, we detected dark-responsive genes, DRO3 and
t

DR11, involved with the determination of petal opening time of morning glory

y SSH methods.
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Gene ID Accession Putative protein function

DRO1 AB849965 Protein kinase family protein

DRO2 AB849966 POZ/BTB containing protein

DRO3 AB849967 Myb family transcription factor

DRO4 AB849968 Regulator of chromosome condensation domain-containing protein
DRO5 AB849969 Bifunctional Glycerol-3-phosphate 2-O-acyltransferase/phosphatase
DRO7 AB849970 V-type proton ATPase subunit

DRO8 AB849971 E3 ubiquitin-protein ligase

DR11 AB849972 Pseudo-response regulator

DR12 AB849973 ATP-dependent Lon protease

DR13 AB849974 Homogentisate 1,2-dioxygenase

DR14 AB849975 Zinc finger CCCH domain-containing protein

DR15 AB849976 Gamma-glutamyl hydrolase
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