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Functional analysis of RAD51 on nucleosomal DNA templates
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WFZER S OBEE (353C) : The purpose of this study is to characterize the mechanism of
RAD51-mediated homologous pairing on nucleosomal DNA templates. In this study, we
established in vitro system to detect homologous paring in nucleosomal DNA templates.
We found that the linker histone significantly inhibited the homologous pairing on the
nucleosomal DNA. These results suggest that the dynamic action of chromatin may

regulate homologous recombination.
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