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To explore protein complexes systematically, we have tried to identify protein com
plexes by using the Blue-Native PAGE coupled with LC-MS/MS approach. We applied the approach into several
photosynthetic organisms. Then, we constructed a new Web-based database PCoM-DB (http://pcomdb.lowtem.hoku
dai.ac. jp/proteins/top/) to make our data to public. Users can predict interaction partners with their pro
teins of interest through a user-friendly interface. | hope that the database to help users to find new pr
otein complexes, which can contributes to understand cellular mechanisms in photosynthetic organisms.
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At present, PCoM stores the following data for the protein complexes
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