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relationships of Rad51-Swib-Sfr1 complex for homologous
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AAFFETIL Swib-Sfrl EAIKIZIER L, ZOEEERS KO EEH /1 Th 2 Radbl & D
Sy FHEA R OREEHERER BIfRIT 21T > 72, Swib & Sfrl o C RERAIFEIR DA RO ik &
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In this study, I made focus on the structure-function relationships of Swi5-Sfrl
complex that interacts Rad51. I revealed the complex structure of Swib and C-terminal
region of Sfr1 by X-ray crystallography and found that this protein complex is essential
for Rad51 activation. Furthermore, we showed that Swi5-Sfr1l complex enters the
groove of Rad51 filament in the activation process, and intrinsically disorder regions of
Sfrl is important in the process. From these results, I proposed a model of Rad51
activating mechanism by Swi5-Sfr1.
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