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Structural biology of the vertebrate kinetochore complex CENP-T/W

and CENP-S/X complexes
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FFZER R OMEE (Fix0) : BEAWT * b a7 ekt s b 2 7SR S, fiiasy
SURR | C Y i fR & 0 INE BBk 5, AT SEARE X CENP-TW & CENP-SX 0D ##38 & FEREIZIH 5 720,
X RS f A M. DNA A KO EERICOW TN L7z, £ OfE5, CENP-TW & CENP-SX
L EHLHHEARA RN T A=V REA LT, SERREEITAWICESEL L, CENP-TWSX & &1
ZIEHEL LTz, CENP—TWSX #HAIKIT~7T v 4 BfR T, MFF72 DNA S HRERMELZ A L T e, A
Br& v CENP-TWSX # ANt FaATICBWCEHADZ u~F o 2K T D ENbi-oT-,

WFZER R OMEEE (330) : In eukaryotes, kinetochore is built at the centromeric region of
chromosomes and they connect chromosome and microtubules during cell division. To
understand the molecular mechanisms, we analyzed CENP-SX and CENP-TW complexes. Both were
similar to histones but they were more similar to each other. They formed a stable CENP-TWSX
tetramer. Biochemical analysis of CENP-TWSX tetramer revealed that its DNA binding
property is different from that of CENP-TW or CENP-SX. These analyses suggest that
CENP-TWSX complex forms a unique chromatin at eukaryotic centromere.
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