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WFITE R OEEE (J£30) : In previous study, we found that histone demethylase KDM2A
decreases histone H3K36me2 on rDNA promoter and represses rDNA transcription during
starvation. Here, I had researched about molecular mechanisms of KDM2A to repress rDNA
transcription. I showed that insulin or glucose treatment suppressed demethylation activity
of KDM2A in rDNA promoter and repression of rDNA transcription in starved cells.
Moreover, CXXC domain in KDM2A was required to demethylate H3K36me2 in rDNA

promoter and to repress rDNA transcription during starvation.
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