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FZER B O (3230) : Bifidobacteria are a major component of the human intestinal microbiota and
well-known for their health-promoting effects. However, molecular mechanisms of the effects are still
unclear. This study aimed to clarify the mechanisms of the effects by indentifying bifidobacterial genes
that are specifically expressed in the intestine. A molecular tool for introduction of the foreign genes to
bifidobacterial chromosome was developed. Screening system of the specifically-expressed genes has
been constructed based on the developed tool. These progresses are thought to be important for
providing evidence at a molecular level for the beneficial effects of bifidobacteria.
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