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WFFERCR OBREE (R0 30) - AWFITII RN E H 3 D JRIK & 72 5 A i B Alexandrium tamarense
OHEFECET 20 FHEZA ST 2 2 L2 AW E Lz, BRICEE 53 2 oy idfiiestic &
HEBZONDZEND, PIDITIMMEEBROSWZ X7 EIZEAL TN, Z08ER, K
20kDa DX R ENRERDTHDHZ EERLTZ. KRIZ, IEEEOHEE WS N\ B x o
— P2 BIRFOHBA RS, BB IB 7% AtCRP L4 T, 51T, AtCRP 23534 /%
JETHAAREM 2R T2 E Rk, &%BIZ, A tamarense OYEHE L E T AR AR~ 72
AER, Chaetoceros didymus DUTFFENHEHZFHE L, Z OO IFEEREOMIE LIZHFET D
HOEHERI ST,

WFZERC R OBEEL (J530) : We aimed to clarify the molecular mechanisms underlying growth
in dinoflagellates Alexandrium tamarense, the causative organism of paralytic shellfish
poisoning, in this study. As molecules may participate in the growth, we investigated
the proteins secreted by the dinoflagellate. An aliquot of the conditioned medium used
for cultivating A. tamarense was investigated, the main component was a 20-kDa protein.
Next, we performed cDNA cloning of the gene that encodes the secretory protein. The gene
was named as AtCRP. The AtCRP protein secreted in the conditioned medium was identified.
Finally, we found that the related species of Chaetoceros didymus inhibited the growth
of A. tamarense, and predicted that the molecule participating in this inhibition was
existed on the cell membrane.
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HDHWVITMAEMEO I EEL 5 2 5 ¥
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Wz, BC OIS D VITEEO AR
5 D B 2 (2 B 55 B iy R R A 12 S s
INTVBHZEREZOLNDZ END, A
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RS A 7R 2 3EEH DR 23 A3 5 T & A
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FEOFERE FIEN A tamarense OYEFEIZH-z
LRBAMR LR, B8 LIETIE 4
tamarense OBEFAHIIL ORI ITFEH SR
S72. FZTWIZ, C didymus FifgfE L 0 %
VNI B R L CEOREBETAIZ. KA
P& R EE X O 2 v X7 A~y
B\ L7-1%, A tamarense \Z¥RINL T2 %50
ATFER, B & 2T B AU L 7z R
XA 38\ T BE S A 23 80/ 5 2 A8 ) 23 e AR
Stz (X8). E5IT, AREEOMIN & il
L, KENEZ 2R % R\ T2 1% OB o TR
IMLU7=RER, A tamarense O EEHAMIA AR
L7z, LR oT, REWRD A tamarense
D YE5E % BE T 5 oy XAl B2 FTE L,
Befih 35 2 LIC L o CEDOILERENFKHE T
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PLEDORER D, Ao A s
BT 2 et A A T 5 ko L OV E
DIMHE RO R L 5 2 5 oy & A
M3z ek, #ANIA S B H B LOVE
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X 3. 4/ A DNA 310N cDNA 28R & L7z
AtCRP @ PCR D& 5.

89 518D 1BV APGG TEBKNTHGUNFABRTGNTEEG STERAP GHEBEMITLG DK vibes 172
173 SSEEGDICYAPGGTRCENTLGHN o  APNGKECENSAG YKYAVTAN nnvpnsuuhxmuvqgm 256
257 55EEHDIEVGSGGABCKNR YGUNFACHKGS S BEDVERAP 65 KEEW NKHGTH YRVTKATKEVG 319
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