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WFZER R OBEE (353C) : All UGT1A isoforms and UGT1A enzyme activities were detected
in 9 regions of the rat brain. We showed that phenobarbital treatment induced UGT1A1,
UGT1A6, and UGT1A7 mRNA expression and enzyme activities in some regions of the rat

brain.
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Fig. 1. UGT1A6 mRNA expression in rat brain.
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Fig. 2. Umbelliferone glucuronidation in rat brain.
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Fig. 3. Changes in UGT1AG6 by the treatment with
phenobarbital in rat brain.
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Fig. 4. Changes in acetaminophen glucuronidation
by the treatment with phenobarbital in rat brain.
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