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Molecular Mechanism of fatty liver in Nrfl knockout mice
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MFFER RO E (330) : Through the analyses of Nrfl liver-specific knockout mice, we

examined the function of Nrfl in the livers.

Gene expression analysis using microarray,

chromatin immunoprecipitation analysis, and metabolome analysis using CE-TOFMS
revealed that Nrfl directly and indirectly regulates the genes related to amino acid and
lipid catabolism, suggesting that the dysregulation of these metabolic genes is associated

with liver phenotypes of Nrfl knockout mice.
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