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e B OMEE (J530) : To analyze the function of SETDB1, we generated plasmids to express
SETDBL1 proteins of various sizes. The plasmids were expressed in Sf9 cells and purified. A histone
methyltransferase assay using purified SETDB1 revealed that SETDB1 requires not only the SET
domain, but also the N-terminal region of the SET domain for full enzymatic activity in vitro. We also
identified that the SET domain of SETDB1 was phosphorylated. In addition, immunoprecipitation
experiments revealed that SETDB1 was associated with MCAFL.
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