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WFFER SR OMESE (33C) : SGSM family proteins interact with RAB11 which regulates the
vesicular transportation of prion protein, and might participate in the pathogenesis of
hereditary prion disease. The association between SGSM family and RAB family was analyzed
by molecular biological approaches and the results indicated that SGSM2 associates with
RAB11. Furthermore, the function of RAP proteins was analyzed and it was proved that the
GTP bound form of RAP proteins regulates the retrograde transportation from recycling

endosomes to Golgi apparatus.

AAF R TEHE
(BEEHAL - M)
[ERe T e & &t
RAF IR EHH 3, 400, 000 1, 020, 000 4, 420, 000

WFe45 B« [y SR
BfEO5R - fIE  EEES - AMRFEES
F—T— K { - MR, TV F o H T SGSM T 7 I —H Ry

1. WFFEBHAES WO 5 WCHEETH TV A VBETOERTHELR
TUAURIXIEE TV AR RE T 4 T BT A S AR I BT D
vl FHERROMINICERE L, A ZLICRYVRIET D BOEMESFHRMEARIRAE (X
AR AR AR S 1 A = T B R T H t OB U AR O—2THY ., T
%, & FOBEMETY A IHEIE 20 FYRAK T+ D DITSN ZERANFEK TH 5




(Goldfarb, L. G., et al., Science, 1992),
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