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Research of related genes with carcinogenesis of pancreatic cancer using chromosomal
analysis
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The analyses of spectral karyotyping (SKY) and fluorescence in situ hybridization
(FISH) were performed to human pancreatic cell lines. The frequent chromosomal
disorder was detected in 8p12. NRG1 in 8pl2 was considered as the possibility of
fusion gene. The breakpoints of NRG1 was t(8;17)(p11.2;q23), t(8;18)(p23;q12) and
t(7;8)(q11.2;p11.2) i(8q). We performed genomic array and bubble PCR to candidate cell
lines. The detail breakpoints of NRG1 were exon 1, and exon9-17. We have performed
further analyses for these breakpoints to find the fusion gene.
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