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Epigenomic analysis and development of therapeutic target for malignant melanoma
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To identify subpopulation having stem cell characteristics in melanoma, we isolate
d cells by fluorescence-activated sorting and implanted cells to NOD/SCID mouse and performed sphere forma
tion assay. ABCB5 positive subpopulation in AKI melanoma cells and CD271 positive cells in WM266 cells wer
e more tumorigenic than CD271 negative cells or ABCB5 negative cells when grafted to mice. We also analyze
d slow cycling, label retaining cell. The rate of sphere formation of label retaining cells was higher tha
n the other cells and label retaining cells showed increased expression of CD271 and ABCB5. These result s
how these subpopulation in melanoma cells have stem cell characteristics. We think additional analysis of
epigenetic change of these cells can be used to detect new therapeutic target for melanoma.
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