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The purpose of this study was to develop a method for diagnosis of schizophrenia in
the prodromal stage. We evaluated the symptoms of eight subjects who were at risk
of developing schizophrenia for one year. Then, we analyzed their whole—gene
expression profiles using a microarray but failed to find any significant genome—wide
difference between the groups that developed of schizophrenia and those who did not.
A larger sample should be investigated in further studies.
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« Structured Clinical Interview for DSM-
IV (SCID)
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« TRk Al REE (Schedule for Assessment of
Insight ; SAI)

o« ERREIREBESTAM X BE (Grobal Assessment of
Functioning ; GAF)

- R B 42 % ¥ £ (Clinical Global
Impression ; CGI)

< FE PR AL S A BE A R B (Life
Assessment Scale for the Mentally I ;
LASMI)

« A LFEATEE A (The Schizophrenia
Quality of Life Scale HAGERK ; JAQLS)
 PERSAE A A (Temperament and Character
Inventory ; TCI)

@ L HEAE

- e I FE BE EN A HE £ B BFAT R EE (Brief
Assessment Cognition in Schizophrenia :
BACS)

* Wisconsin Card Sortind Test (WSCT)

* Frontal Battery at bedside ; FAB

+ Japanese Adult Reading Test (JART)

« Wecheler Adult Intelligence Scale—

Reviced (WAIS-R)

OMHE& - AR A

« MRI. SPECT. RN}

TS OFFMRFHmIC LV . FIEfEHUIKTE
LW ST BB A XRIT, FI2kenb 1 4R
(072 0 FER OB B A ke L. #ie
JFRREFRIE O A 1 2 i~ T,

(2) PIZERICHFZE RN DWW T3 7223
PITWV, REESEEENO KM 28T L,
Z DR BRI L7z RNA &2 FHVW T
Affymetrix £ Human Genome U133 Plus 2.0
Array CHEFEMIEE THBUENT 21T - 72,

(3) LA IAMIE & FEIE LT RE & L 7R o T
TRIBIGENH DB T EMRR LT,

4. WF7EEE:
(1) B R
E F % e KIRE
CAARMS ;EIRE#
151 Al RIEDHE
1 13 x TIN—7F3 O
2 16 =& TI—T1 O
3 22 B gI—72 X
4 23 B gI—72 X
5 23 B gI—72 O
6 17 B TIN—72 X
7 14 * JI—72 X

CAARMS R FLYE
T—71 : et

TN—7" 2 BIE FRHRRE
TN—"7" 3 S R AR R R

7T ND ARMS B % 1R DT » TROEE]
B2 A, W2 L0 1 F1ICREEIE
WICBITL TCWEBEILI3I A TH o2, Ak
FRIE 2 FIE LT B LISN D 4 4 OB WL,
BMEREE, AR EREE ChH o T,

(2) BB 12 BUEAT

LUF Ofiricid, fEf] 1, 2, 3, 5, 6, 7
D 6T NE N,

ARMS 7 B S G RFVEIC AT LT RE & BAT
Lo EHETORIBFREIICEWT,
Genome-wide significance & ¥ii/=9 P {HI3
LR T,

B HAKU P I Probe set 1 202923_s_at
THE LR, o ue—T7 Bk
glutamate— cysteine ligase B+ E £

o,



Probe Set ID Chromosomal Location P
1 202923 s_at chrbp12 0.000368
2 201581 _at chr20p12 0.000379
3 236160_at chr14931-q32 0.000423
4 204772 _s_at chr9q34.13 0.000433
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