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WFFER RO S (3£30) : Mesenchymal stem cells (MSCs), conventionally isolated based on
their adherence to plastic are heterogeneous and have poor growth and differentiation,
limiting the ability to investigate their intrinsic characteristics. We elucidate the division
control and aging mechanism in single mesenchymal stem cell. We improved prospective
clonal isolation technique and reveal that the combination of three cell surface markers,
LNGFR and Thy-1, selects highly enriched clonogenic cells. The clonal characterization of
LNGFR*Thy-1+ cells demonstrated cellular heterogeneity among each clone. The rapidly
expanding clone (REC) exhibited robust multilineage differentiation and self-renewal
potency, while the others tended to acquire cellular senescence via p16INK4a and exhibited
frequent genomic errors.
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