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As new diagnostic tools of bladder cancer, we attempted to establish novel urine biomarker
for the bladder cancer. Although we analyzed gene expression levels of MPHOSPH1 and DEPDCI1,
contamination of white blood cells affected the results. Therefore we corrected
contamination level using expression levels of CD13 and CD31. As a results, when we use
CD31 expression as correction factor, Expression levels of MPHOSPH1 and DEPDC1 of bladder
cancer patients were higher than that of normal controls. Protein expression level showed
similar result.
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