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The pathologic clarification of cervical cancer based on epigenetic regulation
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We investigated the correlation between methylation status in the L1 gene and the
long control region (LCR) of HPV52/58 and CIN. The increased methylation at the CpG sites in the HPV52/58
L1 gene was correlated with the severity of cervical neoplasia. These data suggest that HPV methylation st
atus of the L1 gene is a candidate biomarker of CIN for detecting CIN2 and CIN3.

The elucidation of antitumor immunity in CIN lesion is imﬁortant for the elucidation of carcinogenic mecha
nism in cervical cancer. We investigated associations with the results of cytodiagnosis and HPV infection.

It appeared that GM-CSF expression increased with lesion progression in the CIN cases, and the results su
ggested that host antitumor immune response was induced. On the other hand, MCP-1 expression decreased wit
h lesion progression in the CIN cases, and the results suggested that immune escape developed, and that ma
y be correlation with the progression in the CIN.
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