BXF-19

HEHMREMRER (PR AEZIIRE) HRARBES

k2 54 5H 30 HHE

HEES : 1360 1

HRIER : HEFHE B)

T2 EART - 2011~2012

EREES 23791887

MZEEEE (1) A -I—ILAHREEEEGEFZEORTE

ITiERE4 (EX) Candidate gene association study of Menials’ disease

HERRE
fafE AR (FUKUOKA HISAKUNI)
EMKE - EFEBMERE - 1%
MZEEES : 90419391

WFFER R OME (Fus0) -

A = — VR X BIHR P 6 F U & EERE - EOE « PR O FE IR A3 [RIREIZ EE 72 2 iR 2 0 33N B
BTHY, WY L OKENRINTH D Z EARBREINTNDEN, TORIEA D =X LB LTI
B> TWARWVONEIRTH 5, AWFZETIE, IKFEERGHIEL £ 125 A =2 — RO
K &7 b BIn T2 ERIET D720, FINKERFLE 25> TT> T D TEHREMENERED
BTN I HESEE] L TTCICA v 7 — A Farky FERED S 2. il TE
DTz A = — VIR BERI2006] ODNAY > VA U CEE TN 217 - 7o, & OREHR,
LIRFEHT TIX19SNPs D 5 H5SNPs TH B NGRSO LT, 1 IRFENT CTH B ZZD D 5 L7 SNPsIZ B
L CHEFI 23800 L C2RIIT 24T o722 2 A, A= — UREBERE L oL ba— L L OICH
BEITRRD N2 T,

WFFERCR OB (353C) -

Meniere’s disease (MD) is an idiopathic disorder of the inner ear characterized by
fluctuating sensorineural hearing loss (SNHL), tinnitus, aural fullness, and recurrent
spontaneous episodic rotational vertigo. Meniere’s disease has been thought to be
attributable to endolymphatic hydrops (ELH), but the mechanism of the
endolymphatic hydrops was unknown. Mane genes, like water channel or potassium
ion channel was reported to associate with Meniere’s disease but there was small
amount of patients were analyzed in these reports. In this study, we performed gene
association study with 200 Meniere’s disease patients and 100 control. In first
screening we identified 5 significantly associated SNPs but all of them did not
associate significantly in second screening.
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Function Gene/Protein

water channel AQP2, AQP3, AQP4, AQP5

K* transport within stria vascularis KCNE1, KCNE3

HSV entry/transcription HCFC1

HSV susceptibility/reaction CASP3, RENBP

others PON1, UCP2, CFH, PADI4, IL4R, SOD1
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X2 p-value
SNPs Gene Alleles Genotypes
rs467199 AQp2 0.347 0.564
rs3759126 AQP2 0.172 0.351
rs2227285 AQP3 0.757 0.072
rs162004 AQP4 0.684 0.325
rs3736309 AQP5 0.668 0.748
rs3759129 AQP5 0.690 0.623
rs2834502 KCNE1 0.329 0.688
rs1805127 KCNE1 0.670 0.247
52270676 KCNE3 0.304 0.169
rs17421 HCFC1 0.329 0.088
rs762653 HCFC1 0.602 0.296
rs1049316 CASP3 0.076 0.074
rs2269372 RENBP 0.842 0.514
rs800292 CFH 0.255 0.235
rs662 PON1 0.002 0.007
rs660339 ucez 0.029 0.045
rs1748033 PADI4 0.007 0.007
rs1801275 IL4R 0.010 0.009
rs4998557 sop1 0.000 0.001
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X2 p-value
SNPs Gene Alleles Genotypes
rs662 PON1 0.512 0.760
rs660339 uce2 0.238 0.268
rs1748033 PADI4 0.626 0.501
rs1801275 IL4R 0.051 0.123
rs4998557 50D1 0.621 0.740
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