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elucidation of the intrahepatic bile duct regenerative mechanism after Kasai
procedure : a molecular biological approach
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We investigated the factor that make possible Jaundice free in comparison with
age in days and, presence or absence of Jaundice after Kasai procedure using microarray analysis.The
numbers of Tanscript Cluster which show more than double in comparison with presence or absence of
Jaundice were 325.
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