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MR SR OMEEE (F£30) : We analyzed molecules that adjust eating function in the wild-type
mice brain. We found that cerebellin 1(Cblnl) mRNA, glutamate transporter VGluT2 mRNA
and CB1 mRNA were coexpressed in the satiety center of the brain partly each. Therefore,
it was suggested that Cblnl and CB1 were distributed in the glutamatergic neuron, and

participated in the adjustment of the eating function.
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BRI eTCoiEicitmd 5, AmiERrc
PVERRBEZREZEBINT2ITATHY ., ZOH
BRITAEE D ECTHEIZCEETHD, EAKEE
WZREEZ RO NIT, BEREER, GnE L
DI TR, ARBFFETIR, A MEERE DMERRIC
BEELMR FHICHEET 5, BRFAEHEEC
A H Uz, EAEEITE AP & iE P
XVFfisnTnd, BEPHKICIE, S FS
ERMESTF FBFEL, TOHFTHA L
XU NTEARESTF RE LTa b, fi
R ERAMAEF 12 JA < 2345 LT\ 5 (Sakurai
et al., Cell, 92:573-85, 1998)., —J7. 4
N~ 77 bbb dNEED T E
A ROZHIEO—>TH 5 CBL 1, WWE
FX &AL T 2 FRLR T AR N RITEZ 12 5 <

F8H L (Uchigashima et al., ] Neurosci,
27:3663-3676, 2007), CB1 fHEHIZ#HE 5T 5
EEEIIEOTLEN LTV D (Kano
et al., Physiol Rev, 89:309-380, 2009).
Fo, BEMEWER Z G T 5 7F RBLE
YOV TF AT E R E T D ob/ob~ T
ADRKNEMREF+ELTREINNZ
(Trayhurn et al., FEBS Lett, 368:488-490,
1995; Pelleymounter et al., Science,
269:540-543, 1995), L 7°F > il i fE /s
HZ 5 ERMMET L, =X —{HEIHE
MLTRED, VLT TFUARENRKBELTWND
ob/ob < 7 AR db/db < 7 A (it~ 7 ) T
X, AR T B A4 RO 2-A6 07 F >
I FOFURTE G &S #HIML, EEbifx
L, BWAREMIZL SF oA RET S L



NEMED > FE A4 FERIFBA L, BEE
A4 5 (Di Marz et al., Nature,
410:822-825, 2001), Z DI Linb, LT
VIERNEME T ) A ROARAEIEI L
THRETFH=2—a I L 52BRITHEZN

HLTWDZEDNRIBREINTWD, ZDIEM,

BRRESTF RTHLA LV OZR
& OXIR &, CB1 &K & RIRIT, e X o
BUR FHEMEAIBZIC S L~V THRE L, Z0
2 ODZRIKN~T 0 " BIKEFEK LT, %
HIROFBENL ML HE L TnWD Z &
NHEBH L Tx7= (Ellis et al., J Biol Chem,
281:38812-38824, 2006), F7=. v/
A RZEKRCBLOT 2 IT=A M HAERIZ
BhHT DL BHARKTE Ve ) i
N &5 (Fride et al., Exp Biol Med,
230:225-34, 2005), — 4. /MET ¥
MBI 72 1 6 T VBB R 5T
F KT, MO ORE A & > CTHEE
B R R4 1LY 1 (Cblnl) [T
B BREESTTF RELTHIEETHIZ LD
Monbd L2127 o7 (Gardiner et al.,
Diabetes, Obesity and Metabolism,
12:883-890, 2010), L2>L. JMEHAX &\
DD ENZ TR T T R 72 <
ZOTEABRBRRFEGIERN R 5 DN
DNTIE, REARP 72 S 20,
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KHFFETIL, BAR -~ 22T, K
TS, Bl EEARRESTFRHD
VIR F R ORBUEAL & R B
M, £l AR inEEE b o=a—n
VERTEL TV D0, Mikas 7 uss1R
EELEGFEL TV O ERELEYM L
fluorescent in situ hybridization {ZCTHH
T L, BRI EI LTI 22 b T
JEFRE L Wbl TV DN TOERN
FIHAE I IIRTEARH R AR LN, SFES
ERZREERRLN T U AR—Z =72 E O
FBRRJHIE b R AR P FIE BT 5
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W, CBL &~—n—Hifk & D “HEY
ATV, BENBIRE AR Y 3 2 5L & LR L

— VP —BAME TELET D, v — I —HURITI,

neurofilament160 # R D~— A — & L,
MAP2 & #hIR S D~ — 4 — & LT, VGIuT1,
VGIUT2 % 7 V¥ 2 U R{EEh P E R R D~

—H—& LT, GAD67 % GABA {E@E) ik
RO~ —H— L LT, GLAST 3= LK
HETOIY T DO~—T—L LTHWS, F
77, AR TF |} Cblnl OFBUZHOWT
LT AT O,
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T EER S A NI T VA LA AR L
78 % D cRNA ' —T g T Y F A B —
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B S8t 8 L — Y —BAEE TBlsR
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D~ —H—T&H % V61uT2 ® mRNA DIFEEIZD
WTHHA7=, CBL & VG1uT2 @ mRNA XV 31
AR T IEPAAEE (VH) (23R < EELL T
7o (M1, K2), KR TEEANRIEEZ 35K
J% & CBL & VGIuT2 @ mRNA 75— phh e
ZorLTWe (¥3), LavL, [A U/ am
I NEIVEERNT o AR—E—0D VGluTl
@ mRNA & CB1 @ mRNA [Xfaf:72 - 7= (date not
shown) .
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2 X 1 OFRR THEIENRIAEE O IE KIS
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B F R CCK @ mRNA & % CB1 [Zf2
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X o T,CB1 ® mRNA X7 V% X ER{ESNME
—a—arO~v—H—V6luT2 & —ERILIEH
THZENHB LT,

4 BEPVAIBZIZ GADGT mRNA (BB 11T & A &
FEH L TV,

X5 [X4DynKk
CB1 & GAD67 @ mRNA {Z[2ME% 1<,

X6 JEPMAIEZIZIV T CBL mRNA GR) &
CCK mRNA (%) (XfatE%~d,



(2)Cblnl mRNA FEERFEMT
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