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Elucidation of a novel DNA repair system from extremophiles and

application to exploit of an available host.
MEREKE
#FMB A3 (MORITA RIHITO)
NN KE - KEREFEMER - FHHAKE
mEEES : 10613268

WFFERCR OMEZE (Fn30) : 2% D DNA [EEICD 5 & TRS L L8 DNA B4 3
7B =B OMBEREMAEY 7 ) AP LT, ZOX U X7-IX N Kl KA A 02T
WX IAEFER & X7 EICEEL LB 2R D, C Rl A A AT 2 7 GEEERE
F,. T FXZ7 L7 —E V(EndoV) IZHL L7BSZFF>, LL, ZILHDZ 37 B
% DNA BEEREEIIEORMTH D, FBEET AT L0, RESNTZEHEREERTH
LAREME S E < ORI AT TT Y e —F Lz,

WFFERCRE OB EE (330) @ A novel proteins likely involved in multiple DNA repair systems were
found in extremophiles. These proteins are comprised of two domains, an alkylated lesion repair
protein-like domain in N-terminus and an Endonuclease V (EndoV)-like domain, deamination repair
protein, in C-terminus. However, the pathways which is involved in these novel proteins are
completely unknown. Since the most of extremophiles are unculturable and their genome sequences
are unclear, the novel DNA repair systems potentially act in important pathway from extremophiles.
From my prediction, it is important as applications and basic science to elucidate the functions of these

novel proteins, AGT-EndoV and ATL-EndoV. I tried to elucidate the function in this project.
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