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FHRNA & B9 HSCI2% HiT- I i Uz, F72. SCI2HIAZNRNA (poly 1:C) (2 X v itk S
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Previous reports shown that RIG-I-1ike receptor, includes RIG-I, MDA5 senses the presence
of virus specific double—strand RNA (dsRNA), thereby activating innate immune system in
the cells invaded by virus.Here our study identified that SCI2 bind with
Polyinosinic:polycytidylic acid (poly I1:C), subsequent serve as positive regulatory
molecule in the downstream innate immunity-related inflammatory pathways.Our data,
moreover, not only show SCI2 plays a potent role for stimulating IFN activation during
viral infection, but bind with MDA5, sensor of poly I:C, suggesting that SCI2 participate

in the regulation of MDAb5-mediated antiviral innate immunity.
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