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WFFEp B OBEEE (F53L) : Two loci (1932.2 and 1p22.3) were likely to be as novel
susceptibility regions of mandibular prognathism. PLANAZ and SSX2/P genes were considered
as a genetic candidate. PLXNAZ gene is a gene encoding semaphorin co—receptors, and the
relations to bone metabolism are reported in semaphorin 3A. SSY2/P gene is related to
a Synovium Sarcoma and the temporomandibular joint that is related to mandibular growth
has synovial tissue. We speculate that these genes may be also associated with mandibular
prognathism.
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