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WFIER R OB (330) : Infection of the cagA-positive Helicobacter pylori relates to the
induction of gastric cancer. The cagA-positive H. pylori produces CagA protein in the
bacterial cells and injects it into gastric epithelial cells. The translocated CagA targets
SHP2 oncoprotein and deregulates the function of SHP2. The subcellular distribution of
CagA in gastric epithelial cells was investigated in this study and CagA was observed in
the nucleus as well as cytoplasmic membrane. Since nuclear SHP2 activates Wnt signaling,
the results implicate that nuclear CagA aberrantly activates the Wnt pathway via
deregulation of nuclear SHP2.
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