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Alteration of snRNAs in amyotrophic lateral sclerosis.
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We stated and investigated the hypothesis that the dysfunction of TDP-43 causes
reduction of snRNAs in amyotrophic lateral sclerosis (ALS). We revealed the
downregulation of U12 snRNA in the tissues affected with ALS and not in non-affected
tissues. Several U12-type intron splicing tended to be downregulated in ALS affected
tissues and culture cells with depleted TDP-43.
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