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T RO E  (J53C) : The promoter regions of IGFBP-1 and PRL showed hypomethylated DNA
status and high histone acetylation status in human endometrial stromal cell (ESC), suggesting the loose
chromatin structure of the promoter regions, which allows transcription factors to bind the response
element of the promoter when decidualization-related transcriptional factors are recruited.
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