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WFFER R OME (F130) @ NACCI BX W small G&EFTdH D RACT D SUMO [HAEHGIZ DU TR
L, &M, JEBRE & ORE 2T L7-, NACCL 1% K167 T SUMO {b.& 5% F 7= A% RACL 1% SUMO fkf&
fifiz 2 F 72 o7z, NACC1 OFEBLPIHIC L 0 B B afE oOEE) - IZIEREI3H S vz, 2o
FEREIX cortactin @ 7 & T /LALA NACCL O] D7z b HDAC6 DIEFER B CTHFEINTZHDOTH
7. NACC1-HDAC6 D#EEZHIHIT 5 & B 2 Hivd CYLD OATEILIT RACL D U >Rl % i) L
A OEEREIC B A 5 2 7. NACCL %KD HED 73 TR S ENE R AR ORI - B RRICE
Ber B 2 T D AMHEMEDVRIB S L7z,

WFZER B OMEEE (J53) : NACC1 is a member of pluripotent transcription factor, and
associates with malignant phenotypes of tumor cells. The present study investigated that
the molecular mechanisms of NACC1 in malignant melanomas. We represented that NACCI
directly bound to cortactin, and deacetylated cortactin. This deacetylation introduced
acceleration of motility and invasion of tumor cells. The SUMOlylation occurred at
NACC1-K167 site, but did not in RAC1. CYLD1 induced-RAC1 activation has been also
demonstrated in melanoma cells. These results suggested that NACC1 related proteins may
regulated motility and invasion activities of melanoma cells.
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