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The objective was to develop enzymes used in the recombinase polymerase
amplification method (RPA). The freeze-dried reagent using the thermophilic ATP regeneration enzyme
Thermotoga maritima pyruvate kinase had longer storage stability than the conventional rabbit
creatine kinase. The freeze-dried reagent using DNA polymerase (Pol) from the thermophilic bacterium

Aeribacillus pallidus exhibited longer storage stability than that using Pol from the conventional
Bacillus stearothermophilus. A library was created to increase the solubility of the recombinase

uvsY, and soluble variants were selected.
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