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Studies on the role of LIN28A in mouse trophoblast stem cell
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To elucidate a role of LIN28A, an RNA-binding protein, in mouse trophoblast stem
cells, we identified LIN28A-binding mRNAs by RIP-seq analysis. The LIN28A-binding mRNAs revealed by the
present study were largely different from those identified in human ES cells, implying that a
physiological role of LIN28A is different between TS and ES cells. Knockdown of LIN28A only slightly
perturbed gene expression profile of TS cells. However, LIN28A KD TS cells mostly died within 24 hours
after induction of differentiation. These results suggested that LIN28A is required for cell survival in

early phases of trophoblast cell differentiation.
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