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The primary goal of automated morphological analysis of subcellular structures
using image extraction and quantification is to ensure objectivity and reproducibility. A well-designed
experiment followed by appropriate statistical analyses can provide a wealth of biologically meaningful
information. With regard to budding yeast, it is essential to quantitatively study the phenotype of
numerous sets of mutants to extract %enetically and biologically meaningful information. In this study,
we addressed some of the biological findings to which quantitative morphological analysis has contributed
significantly.
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