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Regulation of ectodomian shedding by ADAM17 and remnant signaling
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ADAM17, a transmembrane-type metalloprotease, sheds various transmembrane
proteins on cell surface, which regulates cell signaling. Both type I transmembrane protein proHB-EGF and
proAREG, and tyBe Il transmembrane protein proTNF-a are equally shed. However, ADAM17 binding proteins
annexin reversibly affected on their ADAM17-induced shedding. We propose that the catalytic domain of
ADAM17 can swing by binding different member of annexin and access to the different types of membrane

proteins.
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