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In this study, native citrus of Main land and South West Islands in Japan, Yunnan
and Guangdong in China, Taiwan, Vietnam, Philippines, Thailand, Indonesia and Micronesia were
investigated which were almost covered around West China Sea and South China Sea regions. As the results,
862 individual citrus DNA including native citrus of Zhejiang, Jiangxi, Guangxi and Chongging in China
and Japan investigated already and world citrus species and cultivars and the relatives planted in our
field were reserved. By SSR analysis of genome DNA and Chloroplast DNA sequence analysis, citrus species
developments were cleared.
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