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In this research, we have succeeded to establish the enrichment of the viral
genomes from wildlife intestinal contents.

Thereafter, we performed a deep sequencing using isolated and enriched viral nucleic acids. We have
finally detected a novel bufavirus named as Mpulungu bufavirus from shrew feces. We have determined the
almost whole genome sequences of the novel bufavirus which has a homology with that of human bufavirus
(more than 51-53% of amino acid identity).

Based on the obtained sequences, we established a nested PCR method for screening of bufaviruses in
spleen samples from wildlife. Finally, we obtained the relatively high positive rate of detection of the
viral genome in shrew (17/49=34.7%). Our established nested PCR method is useful for screening of the
bufaviruses in mammals.
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Table. Sample information and nested PCR for bufavirus, Zambia
Animal,* species (common name) Locaion Year PCR postiiverotal
Primate
Papiocynocephalus vellow baboon) Miuwe. 2009 250
P. ursinus (Chacma baboon) Livingstone 20102011 1150
Chlorocebus. Dygelymms (vervet monkey) Miuwe. 2009 050
Livingstone 2010-2011 /39
Shrew
Crocidura hita (lesser red musk shrew) Livingstone 2011 o2
Mpulungu 2012 522
Namwala 2012 o2
Mazabuka 2013 [
Solwezi 2013 o2
C. luna (moonshine shrew) WMpulungu 2012 o1
Solwezi 2013 12116
Rodent
Mastomys natalensis (African soft-furred rat) Livingstone 2011 035
Mpulungu 2012 028
Namwala 2012 0129
Mazabuka 2013 /57
Solwezi 2013 056
Other speciest Livingstone 2011 09
Mpulungu 2012 020
Namwala 2012 034
Mazabuka 2013 /16
Solwezi 2013 /14

*For s analysis, he template DNA was prepared from e spieen ssues of the animals idicated
‘fOther species from the genera. Aethomys, Arvicanthis, Cricetomys, Gerbiliscus, Grammomys, Graphiurus, Lempiscomys, Mus, Paraxerus, Pelomys,
Rattus, Saccostomus, and Steatomys.

3 nested PCR
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