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During this research, we conducted the filed investigation of small animals in
Vietnam and Myanmar for nine times. We captured a total of 1,039 rodents, shrews and bats animals. The
infected virus in the animals, novel hantavirus RNAs were successfully detected in two species of
insectivore bats, captured in Vietnam in 2012 and 2015. We conducted phylogenetic analysis based on the
sequence data of newly-discovered viruses and deposited ones in GenBank. It showed that chiroptera-borne
hantaviruses consisted of one cluster and also co-evolved with host mammalian animals. Detailed
phylogenetic analyses, based on partial and full-length genomes of previously described rodent-borne and
newly detected non-rodent-borne hantaviruses indicate an Eurasian origin and support the emerging concept
that ancestral non-rodent mammals may have served as the hosts of primordial hantaviruses. The results of
phylogenetic analysis would be able to be used for virus prediction in near future.
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