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Characteristic of EHEC isolated from patient with diarrhea, particularly HUS
patient in Argentina, was 0157 and 0145 with stx2a and/or stx2c, eae and astA genes. EHEC strains having
similar characteristic were also isolated from cattle in Argentina. On the other hand, about 75% of EHEC
strains isolated from patients with diarrhea in Thailand were stx1 and eae-positive 0111 and eae-negative
0145. A number of eae-negative 0145 and O serogroups other than the major 7 serogroups of EHEC such as
026, 0103, 0111, 0121, 0145, 0157, and 0165, were isolated form cattle in Thailand. The reason why EHEC
strains in Argentina are associated with more severe complications such as HUS in comparison to those in
Thailand may be due to the presence of astA gene in addition to stx2a and/or stx2c and eae in major O
serogroups. Indeed, EAST1 chemically synthesized was shown to cause fluid accumulation in suckling mice.
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