©
2012 2014

Application of Pareto learning SOM to multi-modal big data analysis

Hirtoshi, Dozono
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In this research,we applied the Pareto type Self organizing Maps, which are
developed for the analyses of multi-modal data to genome analysis, IP-Packet analysis, the analysis of
students in the lecture class and time series such as stock price.Mainly, the genome analysis was
conducted, and form big data of genome data, the context and correlation coefficients among the
nucleotides are calculated with the frequencies of nucleotides, and they are analyzed as multi-modal
features by pareto type learning SOM. As for IP-packet analysis, we applied CGH-SOM which is effective

for big data analysis.
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