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Multiplex molecular profiling in advanced non-small cell lung cancers
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The primary platform for genotyping of tumors adopted in the present study is the
Sequenom MassARRAY system. Among 200 patients with advanced nonsquamous NSCLC, 18 (9.0%) were positive
for EML4-ALK, 31 (15.5%) harbored EGFR mutations, and 151 (75.5%) were wild type for both abnormalities.
Platinum-based combination chemotherapy showed similar efficacies in the EML4-ALK, EGFR-mutation, and
wild-type cohorts in terms of response rate and pro%ression-free survival, and overall survival.

We further tested FFPE specimens of NSCLC tissue for multiple genetic abnormalities simultaneously with
the use of multiplex assay Eanels based on MassARRAY. Although most of the collected specimens were
obtained by transbronchial biopsy and were small in size, >90% were successfully genotyped, thus
satisfying the dual requirements of pathological diagnosis and multiplex analysis of somatic mutations
with a single biopsy sample.
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