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This study demonstrated that the characteristics of Legionella pneumophila
serogroupl(SG1l), the major causative agent of Legionnaires® disease, was distinctly different between
clinical isolates and environmental isolates despite of the same serogroup, and the environmental
isolates carried frequently the strain-specific elements(the Lvh typelVA secretion system and the 65kb
pathogenic island(P1)) not shared by a number of clinical isolates. Further we found that the 65kb PI had
a role for chlorine tolerance. Finally, we concluded that the fact that the Benidorm type subgroups, most
common in clinical isolates, were not found in cooling tower isolates but relativel¥ predominant in hot
spring isolates might relate to that legionella infection occurs mostly at spa facilities.
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Tablel Isolates and the respective features
used in a competitive infection experiment

. Clonal
SC:‘;;E"“ co[r;:iex MAb3/1 L;V}fATégc
TUMI426  BenidormFrance  STI494  CC59
TUMI4237  BenidormmFrance ~ STI497  CCS9
Clinical  TUMI4256  Benidorm/France ~ ST384  CC23

isolates  TUM14259  Benidom/France  STI20  CC23

Source  Isolate No Subgroup 65k PI

L

IR32 NT NT
Philaderphia 1
IR32:CE-Box-can NT NT
TUM 13944 Benidorm STI7S8  CC23 +
Mot TUMI3MS  OLDA/ONord  STHSI CClI37 - - +
sping  TUM14296 Bellingham STHSL 37 - +
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Cooling
tower  TUMI4274  OLDA/Oxford sT2 023
solates 1477 OLDA/Oxford STI ccl - +
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Fig.2 PCR based MAb subgrouping for the
SG1 isolates from each source area
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FigZ’; PCR-based SG1 subgrouping and
clonal complex group by SBT in the
SG1 solates from each source area
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Fig. 4 Prevalence of strain-specific Lvh
type IV SS and 65kb PI in SG1
isolates from each sources
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Fig. 5 Prevalence of Lvh typeIVA SS and
65kb PI in SG1 subgroups
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Fig. 6 Prevalence of Lvh typeIVA SS
and65kb PI in clonal complex type by SBT
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Fig.7 Competitive infection experiment of
each source in A.castellanii ATCC30234
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Fig.8 Competitive infection experiment

among superior isolates from each source
in A.castellanii ATCC30234
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Fig.9 Chroline tolerance ability of each
representative isolate used in the
competitive experiment for acanthamoeba
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Fig.10 Chroline tolerance ability
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