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Development of biosensing and bioremediation system for bisphenol using bacterial
chemotaxis
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Stenotrophomonas maltophilia is a motile bacterium which accumulates to many
kinds of phenols especially bisphenol A. This chemotactic response is mediated by transmembrane
chemoreceptor ﬁroteins. S. maltophilia harbors putative twelve chemoreceptor genes and it is important to
characterize these chemoreceptors for developing novel chemical detecting system or efficient
bioremediation technique. In this study, we revealed that chemoreceptor Mcp5 and Mcp6 mainly mediated
chemotaxis towards phenol and p-chlorophenol. We also found that this bacterium showed chemotactic
response toward halogenized phenol such as p-boromophenol and p-iodophenol which were recognized by
chemoreceptor Mcpl.These findings are useful for obtaining all-encompassing chemotaxis profile of S.
maltophilia.
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Fig. 1 Chemotacitic response of
S. maltophilia ICM1975 toward p-chlorophenol
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Fig. 2 Chemotactic response of

S. maltophilia JCM1975 toward 2.0 mM phenol
(0.41cells/sec ODeso)(Fig.2)
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Fig. 3 Chemotactic responses top-bromophenal,
p-iodophenol of S maltophilia deletion mutants
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