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Simultaneous analysis of glycosaminoglycan-protein linkage regiona and
glycosylation site of proteoglycan

Furukawa, Jun-ichi
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Serine (Ser) and threonine (Thr) residues can be modified by various types of
sugar chains, such as the 0-GalNAc type typical of mucin and the 0-GIcNAc, O-Fuc, O-Man, and O-Xyl types.
The characterization of 0-glycans has remained particularly challenging because no analogous
endoglycosidase is known, and alternative chemical protocols are either incomplete, lack specificity, or
degrade products. We recently reported a novel method for the analysis of Ser/Thr post-translational
modifications, in which samples were subjected to B -elimination in the presence of pyrazolone
derivatives. We report here applications of BEP reaction for the analyses of glycosaminoglycan-protein
linkage regiona, GAG disaccharides, and glycosylation site of proteoglycan.
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