©
2012 2015

Regulatory mechanisms of various RNA silencing pathways in plants
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To understand regulatory mechanisms of RNA silencing and gene expression in
plants, we characterized the pigmentation patterns that are regulated by small RNA in flowers of the
Japanese morning glory. The results of small RNA and mRNA sequence analysis suggested that a specific RNA
silencing pathway is activated in a particular pigmentation pattern. In addition, we sequenced whole
genome of the Japanese morning glory. By the analyses using the whole genome sequence, several candidate
genes controlling pigmentation patterns were identified.
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