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Association between the serotonin transporter polymorphism and learning behavior
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The serotonin transporter removes the neurotransmitter serotonin from the
synaptic clefts and regulates the extracellular serotonin level. In the mollusc Lymnaea stagnalis, a
large serotonergic neuron has been proposed as the key neuron in the neuromodulatory circuit for
conditioned taste aversion learning (CTA), based on the behavioral experiments. In this study, we focused
on variable number of tandem repeat (VNTR) in the 3' -untranslated region (3' -UTR) of Lymnaea serotonin
transporter and the genome polymorphism, and the effects on animal behavior. We found two types of the
VNTR (16 or 24 repeats) as the genome polymorphism, and each animal expressed either of one in the brain.
We also obtained results indicating the effects of the VNTR on the animal behaviors, and the RNA-protein

interaction specific for the VNTR.
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3242: TCTCCTGCTCTTTCTCTCTCTTTCTTCCGCTCTCTATTIGTCCGCCCTCG 3291
3294 :GATATATGARAAGTAGTTTTCCTCTTGARRAGAARGCTGTAGARAGATGA 3341
3342:CTGCAACAACACGCATTTTATCTTCCTTCAAAAARAAATAAATAATTTAR 3391
3394:AGATGTTAATTTGTCACACTGTCGARAGTTGATCATCGCAAGRACCTTCA 3441
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